
Service Description
De novo sequencing refers to the sequencing of a novel genome without a 
reference sequence for alignment. The process of de novo genome sequencing 
involves the sequencing of small/large DNA fragments, assembling the reads 

entire genome sequence. 

We have an extensive experience in the de novo Whole Genome Sequencing and 

de novo sequencing 
projects, along with expert assistance with the planning of optimal sequencing 
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Our lant and animal services are executed with multiple squencing 

Sample preparation and services
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Data Analysis

de novo sequencing project.

is available.

(Pacbio CLR

5. BUSCO assessment 

Gene Annotation

Evolution
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Sample Requirements

Examples of de novo

DNBSEQ

Mass Concentration ODPlatform
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Nymphaea colorata

angiosperms.

A case study of water lily genome 
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To learn more

experiment design, from sample to bioinformatics, please don't hesitate to contact us at P_contact@innomics.com

For Research Use Only. Not for use in diagnostic procedures (except as specifically noted).

CopyrightⒸ Innomics Inc. 2023. All trademarks are the property of Innomics Inc. or their respective owners. This material contains information
on products targeted to a wide range of audiences and could contain product details or information otherwise not accessible or valid in your 
country. Please be aware that we do not take any responsibility for accessing such information, which may not comply with any legal process, 
regulation, registration, or usage in the country of your origin. Please get in touch with a representative for regional availability. The company 
reserves the right of final interpretation.
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